ABSTRACT Six double-stranded DNA Streptomyces bacteriophages, HotFries, Moozy, RavenPuff, Scap1, Rainydai, and SenditCS, were isolated using the phytopathogen Streptomyces scabiei as a host. These phages have been identified as Siphoviridae and members of cluster BI by genomic analysis.
a GC content of 58.2% (SD, Ϯ0.1%). Between 55 and 59 protein-coding genes were identified in the BI2 phages, while 86 and 91 protein-coding genes were identified in the BI4 phages (see Table 1 ). No tRNA genes were identified. The BI phages displayed low average nucleotide identity (ANI) between each other (0.76 [SD, Ϯ0.12]), although the subcluster ANIs ranged from 0.88 to 0.98 (9) . For additional information, see the Actinobacteriophages Database (10) .
Data availability. The GenBank accession numbers for the genome sequences reported here are provided in Table 1 . The raw sequencing reads are available in the SRA under the accession number SRP159070. 
